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Unraveling the roles of Gut microbiota in predisposition to and

progression of obesity and related metabolic disorders
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(Shanghai Center for Systems Biomedicine, Shanghai Jiaotong University, Shanghai 200240, China)

Abstract: The prevalence of obesity- related metabolic disorders has become a challenge to public health
around the world. Recent evidences indicates that gut microbiota can help digest otherwise undigestible food
components and regulate host fat storage genes, may thus play an important mediating role between diet,
life style and host genetics in development of obesity and eventually many forms of metabolic diseases. Re-
search along this line may lead to discovery of new therapeutic targets and revolutionary strategies for pre-
dictive, preventive and personalized management of metabolic disorders.
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